As part of our ongoing studies on different metal complexes with 2-[N-(tri-phenylmethyl)imino] pyridine ligand, we synthesized the title compound, (I), and report herein its crystal structure. It is isomorphic with [CoCl 2 (C 24 H 20 N 2 ) 2 ] (Fang et al., 2006) and [ZnCl 2 (C 24 H 20 N 2 ) 2 ] (Zhang et al., 2007) and exhibits approximate C2 local point symmetry.
In the molecule of the title compound, [CdCl 2 (C 24 H 20 N 2 ) 2 ], the Cd II centre has a distorted tetrahedral coordination geometry defined by two chloride ions and two pyridine N atoms of the monodentate 2-[(triphenylmethyl)amino]pyridine ligands. Weak intramolecular N-HÁ Á ÁCl hydrogen bonds help to establish the three-dimensional architecture. 
Related literature

Experimental
Crystal data [CdCl 2 (C 24 H 20 N 2 ) 2 ] M r = 856.15 Monoclinic, P2 1 =n a = 10.0531 (11) Å b = 22.903 (2) Å c = 17.5659 (18) Å = 98.693 (2) V = 3998.0 (7) Å 3 Z = 4 Mo K radiation = 0.72 mm À1 T = 295 (2) K 0.09 Â 0.06 Â 0.05 mm
Data collection
Bruker SMART APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2003) T min = 0.937, T max = 0.968 25067 measured reflections 9118 independent reflections 5827 reflections with I > 2(I) R int = 0.044 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.091 S = 0.97 9118 reflections 496 parameters H-atom parameters constrained Á max = 0.39 e Å À3 Á min = À0.34 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 15% probability level. Hydrogen atoms have been omitted for clarity. 
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